Isolating the Pathways Critical for Speech Repetition with Connectome-based Lesion-Symptom Mapping in Stroke Induced Aphasia
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The neuroanatomical basis for speech repetition has long been a point of AICHA Atlas [5] sparse Partial Least Squares (PLS) Regression

PLS accomodates highly dimensional and highly collinear datasets via super-

contention ever since classical neurobiological models of language were pro-

vised latent projections, while performing feature selection using the LASSO [6]
posed in the late 19th century [1]. So-called "disconnection” accounts, where-

Repetition Scores By Aphasia Subtype

by disruptions to the arcuate fasciculus prevents communication between an-

terior and posterior language sites [2], are still widely taught in textbooks

today yet modern evidence in support of this claim is surprisingly lacking.

There is increasing evidence that repetition is a subserved by cortical sub- B+L1

strates in perisylvian parieto-temporal areas [2].
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Conclusions
Repetition Scores By Aphasia Subtype Methods: Mach | ne Learn | ng These data indicate that speech repetition may better be explained by a disruption to an
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essential set of short-range pathways interconnecting posterior language areas known to
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